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This example shows constructs but
could also be antibodies, cell lines,
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& Edit definition and structure

Salt: Unknown Salt
Name: SJS-0000175

Synonyms: ACT2A:R14A
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Unique name for
duplicate checking

FW:

TTATTTGATATATGAATCCA
GCACCTTCAGAACGACAT
CCAGATCTTCTTCACGTTT

Mutation: R14A

MSHTIRDKQKLKA2ASKIQ
GQVWVALKKMLDEPHECAA

Protein Sequence: VLQQIAAIRGAVNGLMREV

LWOH TERNAIACODEL WD

Entity descriptors

CCTGGTG
TCCGTCAG

NTCACTTCC

CGCATCAGA

Sequence: GCGCCACGGATAGCAGC
AATCTGTTGTAAAACTGCA

CGTTTACC
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